






































































































































































































































Appendix B3 — Blast_Results Table

Appendices

Field Name PostgreSQL Field Format Description
1d serial PRIMARY KEY Auto-incrementing number used as the primary key for the table
Accession text Accession number of the query mRNA record
Hit Name text e.g. gb| AC003970.1|
Hit Accession text Hit accession number
Hit Description text Description of hit nucleotide
Length mt Length of hit with the query
Percent 1d mt Percent identity between hit and query
E-Value int E-value score of match
Start query mt Start position of match on the query sequence
End query nt End position of match on the query sequence
Start hit nt Start position of match on the hit sequence
End hit nt End position of match on the hit sequence
Hit seq text Hit Sequence
Link text FOREIGN KEY referencing Source.id

Appendix B4 — Search_Seqlnfo Table

Field Name

PostgreSQL Field Format

Description

Id serial PRIMARY KEY Auto-incrementing number used as the primary key for the table
Accession varchar(80) Accession number of the query mRNA record

Hit Accession varchar(80) e.g. gb| AC003970.1|

TESSprom_start int 2000 bps upstream of gene start

TESSprom_end int 1bp upstream of gene start

Intron1_start Int Start position of Intron 1

Intronl_end int End position of Intron 1

Intron2_start int Start position of Intron 2

Intron2_end int End position of Intron 2

Intron8_start nt Start position of Intron 8

Intro8_end nt End position of Intron 8
TRESprom_start int 1000 bps upstream of gene start
TRESprom_end mt - 1bp upstream of gene start

Link text FOREIGN KEY referencing Source.id
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Appendix B11 — Genomic_SearchInfo Table

Appendices

Field Name PostgreSQL Field Format Description
1d serial PRIMARY KEY Auto-incrementing number used as the primary key for the table
Accession Text Accession number of the genomic DNA record
Prom_start Int Upstream of gene start
Prom_end Int 1bp upstream of gene start
Intron1_start Int Statt position of Intron 1
Intronl_end Int End position of Intron 1
Intron2_start Int Start position of Intron 2
Intron2_end Int End position of Intron 2

Intron13_start

Int

Start position of Intron 13

Intro13_end

Int

End position of Intron 13

TESSprom_start

Int

2000 bps upstream of gene start

TESSprom_end

Int

1bp upstream of gene start

Link

Text

FOREIGN KEY referencing Source.id

79









































































































































































































































































